Sequence logos of 25 conserved motifs within AP2/ERF transcription factors of cauliflower. The overall height of the stack indicated the sequence conservation. The height of residues within the stack indicates the relative frequency of each residue at that position.
Figure S1 Sequence logos of 25 conserved motifs within AP2/ERF transcription factors of cauliflower. The overall height of the stack indicated the sequence conservation. The height of residues within the stack indicates the relative frequency of each residue at that position. 
